
 

 

Radial phylogram representation of the best-scoring maximum likelihood phylogenetic 

tree constructed using RAxML software. Samples are colour-coded by geographical 

location to highlight the presence of site specific strains. 

 

 

 

 

 

 

Supplementary Figure 2 RAxML maximum likelihood phylogenetic tree built for all 1,470 

isolates (colour-coded by geographical location) 


